Exons of the RASL11B gene are 333 bp (exon 1), 57 bp (exon 2), 77 bp (exon 3), and 1495 bp (exon 4) in size. Sizes of introns are 618 bp (intron 1), 1153 bp (intron 2), and 780 bp (exon 3). All splice sites have canonical boundaries, starting the intron with 'gt' and ending with 'ag'. A polyadenylation signal in the untranslated region of exon 4 is located at nucleotide position 1947.
Transcription
In addition to the full-length RASL11B transcript, a truncated polyadenylated transcript of 766 bp was reported. 
Description
RASL11B is a 248 amino acid protein containing a characteristic RAS GTPase domain with typical topology of a six-stranded beta-sheet surrounded by five alpha-helices. The RASL11B protein has no typical prenylation signal, indicating that it is probably not anchored to cellular membranes.
Expression
Expression of human RASL11B mRNA was investigated in 37 tissues and 5 cell types. In tissues, RASL11B transcript is widely expressed with highest levels in placenta. In cells RASL11B transcript shows highest abundance in primary macrophages.
Localisation
Cytosolic.
Function
Small GTPase belonging to a Ras subfamily of putative tumor suppressor genes.
Homology
The protein sequence of the RASL11 protein family is highly conserved within different species and contains five conserved regions motives that comprise the Gdomain of small GTPases (P-loop, switch 1 and 2, G4 and G5 box). 
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